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3 
4 
6 
8 
10 
10 
10 
11 
13 
14 
16 
17 
19 
2 0 
22 
2 3 

2 5 
26 
28 
30 

3 2 
33 
34 
35 
37 
38 
39 
41 
42 

4 3 



input Set : 
Ou tput Set : 



A : \PF4 7 0P1 . ST2 5 . txt 
N:\CRF3\12 26 20 00\l7 31816.raw 



<!10> APPLICANT: Kb ner, Re in hard 

Ruben, Steven 
<120> TITLE OF INVENTION: Inter leukins - 21 and 22 
<130> FILE REFERENCE: PF4 7 0P1 

<140> CURRENT APPLICATION NUMBER: US/09/731,816 
<141> CURRENT FILING DATE: 2000-12-08 

<150> PRIOR APPLICATION NUMBER: 60/169,837 




<151> PRIOR FILING DATE 
<150> PRIOR APPLICATION 
<I51> PRTOR FILING DATE 
<150> PRIOR APPLICATION 
<15I> PRIOR FILING DATE 
<150> PRIOR APPLICATION 
<151> PRIOR FILING DATE 
<15 0> PRIOR APPLICATION 
<151> PRIOR FILING DATE 
<150> PRIOR APPLICATION 
<151> PRIOR FILING DATE 
< 1 6 0 > N UMB E R OF S EQ ID NOS : 32 
<170> SOFTWARE: Patentln version 
<210> SEQ ID NO: 1 
<2.11> LENGTH : 705 
<212> TYPE: DNA 
<2.13> ORGANISM: HOMO SAPIENS 
<220> FEATURE: 
<221> NAME/KEY: CDS 
<222> LOCATION; (2).. (262) 
<4 00> SEQUENCE: 1 

g gca cga 'gtg gac acg gat gag gac cgc tat cca cag aag ctg gcc ttc 
Ala Arg Vai Asp Thr Asp Glu Asp Arg Tyr Pro Gin Lys Leu Ala Phe 



1999-12-09 
NUMBER: 09/320,713 

1999-05-27 
NUMBER : 60/08 7,34 0 

1998-05-29 
NUMBER: 60/099,805 

1998- 09-10 
NUMBER: 60/131,96 5 

1999- 04-30 

NUMBER: PCT US 9 9/116 4 4 
.1999-05-27 



3 . 0 



ENTERED 



49 



4 4 


1 








5 










10 








15 




4 6 


gcc 


gag 


tgc 


ctg 


tgc 


aga 


ggc 


tgt 


ate 


gat- 


gca 


egg 


acg 


ggc 


cgc 


gag 


97 


47 


Ala 


Glu 


Cys 


Leu 


Cys 


Arg 


Gly 


Cys 


He 


Asp 


Ala 


Arg 


Thr 


Gly 


Arg 


Glu 




48 








20 










25 










30 








50 


aca 


get 


9cg 


etc 


aac 


tec 


gtg 


egg 


ctg 


etc 


cag 


age 


ctg 


ctg 


gtg 


ctg 


14 5 


51 


Thr 


Ala 


Ala 


Leu 


Asn 


Ser 


Val 


Arg 


Leu 


Leu 


Gin 


Ser 


Leu 


Leu 


Val 


Leu 




52 






35 










40 










4 5 










54 


cgc 


cgc 


egg 


ccc 


tgc 


tec 


cgc 


gac 


ggc 


teg 


ggg 


etc 


ccc 


aca 


cct 


ggg 


193 


55 


Arg 


Arg 


Arg 


Pro 


Cys 


Ser 


Arg 


Asp 


Gly 


Ser 


Gly 


Leu 


Pro 


Thr 


Pro 


Gly 




56 




50 " 










55 










60 












58 


gcc 


ttt 


gcc 


ttc 


cac 


acc 


gag 


ttc 


ate 


cac 


gte 


ccc 


g tc 


qgc 


tgc 


acc 


241 


59 


Ala 


Phe 


Ala 


Phe 


His 


Thr 


Glu 


Phe 


Tie 


His 


Val 


Pro 


Val 


Gly 


Cys 


Thr 




60 


65 










70 










75 










80 




62 


tgc 


gtg 


ctg 


ccc 


eg t 


tea 


gtg 


tgaccgccaa ggccgtgggg cccttagact 


29 2 


63 


Cys 


Val 


Leu 


Pro 


Arg 


Ser 


Val 






















64 










85 



























6C ggacacgtgt gctccccaga gcjgcaccccc tatttatgtg tacttattgt tatttatatg 



352 
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68 cctcccceaa cactacccUt ggggtctggg cattccccgt gtctggagga cagcccccea 412 
70 ctgttctcct catctccaqc ctcagtagtt gggggtwgaa ggagctcagc acctcttcca 472 
72 gcocttaaaq ctgcagaaaa ggtgtcacac ggctgcctgt accttggytc cctgtcctgc 532 
74 tcccggcttc ccttacccta tcactggnct caggcccccg caggctgcct cttcccaacc 592 
7 6 tccttgyaag tacccctgtt tcttaaacaa ttatttaagt gtacgtgtat tattaaactg 652 
78 at.gaacacaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa 705 
31. <210> SKQ ID NO: 2 

82 <211> LENGTH: 37 

83 <212> TYPE: PRT 

84 <213> ORGANISM: HOMO SAPIENS 
86 <400> SEQUENCE: 2 

88 Ala Arg Val Asp Thr Asp Glu Asp Arg Tyr Pro Gin Lys Leu Ala Phe 

89 I 5 10 15 

92 Ala Glu Cys Leu Cys Arg Gly Cys lie Asp Ala Arg Thr Gly Arg Glu 

93 20 25 30 

96 Thr Ala Ala Leu Asn Ser Val Arg Leu Leu Gin Ser Leu Leu Val Leu 

97 35 40 45 

100 Arg Arg Arg Pro cys Ser Arg Asp Gly Ser Gly Leu Pro Thr Pro Gly 

101 50 55 60 

104 Ala Phe Ala Phe His Thr Glu Phe lie His Val Pro Val Gly Cys Thr 

105 65 70 75 80 
10 8 Cys Val Leu Pro Arg Ser Val 

109 85 

112 <210> SEQ ID NO: 3 

113 <2I1> LENGTH: 1641 

114 <212> TYPE: DNA 

115 <213> ORGANISM: HOMO SAPIENS 
.117 <22 0> FEATURE: 

118 <221> NAME/KEY: CDS 

119 <222> LOCATION: (3).. (482) 
12.1 <4 00> SEQUENCE: 3 

122 gg aat tcq yea cga get cgt gec gtg etc agt gec ttc cac cac a eg 4 7 

123 Asn Ser Ala Arg Ala Arg Ala Val Leu Ser Ala Phe His His Thr 
.124 1 5 10 15 

12 6 ctg cag ctg ggg ccg cgt gag cag gcg cgc aac geg age tgc cog gca 9 5 

12 7 Leu Gin Leu Gly Pro Arg Glu Gin Ala Arg Asn Ala Ser Cys Pro Ala 
128 20 25 30 

130 ggg ggc agg ccc gec gac cgc cgc ttc egg ccg ccc ace aac ctg cgc 14 3 

131 Gly Gly Arg Pro Ala Asp Arg Arg Phe Arg Pro Pro Thr Asn Leu Arg 
.132 3 5 40 4 5 

134 age gtg teg ccc tgg gee tac aga ate tee tac gac ccg gcg agg tac 191 

13 5 Ser Val Ser Pro Trp Ala Tyr Arg lie Ser Tyr Asp Pro Ala Arg Tyr 
136 50 5 5 60 

138 ccc agg Lac ctg cct gaa gee tac tgc ctg tgc egg ggc tgc ctg acc 239 

139 Pro Arg Tyr Leu Pro Glu Ala Tyr Cys Leu Cys Arg Gly Cys Leu Thr 

14 0 6 5 70 75 

14 2 ggg ctg ttc ggc gag gag gac gtg cgc ttc cgc age gee cct gte tac 287 
14 3 Gly Leu Phe Gly Glu Glu Asp Val Arg Phe Arg Ser Ala Pro Val Tyr 
144 80 85 90 95 
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146 
147 
14 8 
150 
151 
152 
154 
155 
156 
158 
159 
160 
162 
163 
16 4 
166 
168 
170 
.17 2 
174 
176 
178 

:i so 

182 
184 
18 6 
188 

:i 9 0 

192 
194 
196 
108 
200 
202 
205 
206 
207 
208 
210 
212 
2:1 3 
216 
217 
220 
221 
224 
225 
228 
229 



atg 
Met 

tec 
Ser 

ytc 
Val 

aaa 
Lys 



acc ytc gtc 
Thr Val. Val 
100 
acc gag 
Thr Glu 
115 

ccy gag 
Pro Gin 



tac 
Tyr 



qag 
Glu 
.130 
ggc 
Glv 



gec 
Ala 



Lys 



ctg 


cgc 


cgc 


acc 


ccc 


gec 


tgc 


gec 


99C 


99 c 


cgt 


33 5 


Leu 


Arg 


Arg 


Thr 


Pro 


Ala 


Cys 


Ala 


Gly 


Gly 


Arg 












.105 










no 






ycc 


tac 


gtc 


acc 


ate 


ccc 


gtg 


99^ 


tgc 


ace 


tgc 


3 8 3 


A.t a 


Tyr 


Val 


Thr 


lie 


Pro 


val 


Gly 


Cys 


Thr 


Cys 










120 










12 5 








aay 


gac 


yea 


gac 


age 


ate 


aac 


tec 


age 


ate 


gac 


431 


Lys 


Asp 


Ala 


Asp 


Ser 


lie 


Asn 


Ser 


Ser 


Tie 


Asp 








13 5 










14 0 










etc 


ctg 


ctg 


99 c 


ccc 


aac 


gac 


9 eg 


ccc 


get 


<jgc 


4 79 


Leu 


Leu 


Leu 


Gly 


Pro 


Asn 


Asp 


Ala 


Pro 


Ala 


Gly 






150 










155 













ccc 
Pro 

gtc 
Val 

ccc 
Pro 

cay 
Gin 
14 5 

tyagyccggt cctgccccgg gaggtctccc cggcccgcat cccgaggcgc 



ccc 
Pro 
160 

ccaagctgga 
accaag tgee 
cacgggcatc 
aaacgacccg 
yaggctecct; 
999 tgc L tgc 
aagta tagcg 
tttatattat 
cttcttctgg 
t acactetgg 

eaegtctcat ctgacccact 
caaayggalg cacaggeggc 



gccgcetgga 
ygaycaccay 
cctggcttgc 
geaegggcat 
gaggagcetc 
caaagagata 
ac tatatace 
caaatgagag 



gatttggttt 
ttgaaageca 
ca tctttgec 
gatcaggctg 



<211> 
<212> 
<213> 
<400> 



gggctcggtc ggeqacctet gaagagagty 
cgccgccttL ccatggagac tegtaagcag 
ttr.tagctac aagcaagcag cgtggctgga 
cctgtgtgcg gcccgcatgg agggtttgga 
teagategge tyctyegygt geagggcgLg 
gggaegcata tgctttttaa aycaatctaa 
t a c 1 1 1 ta a a a t c a a c t g ■ t t 
ctactctgtt aeatttctta 
tagaattttt taaagcataa ttggaatcct 
cctgggtctc tgaatteayc eLgtcaccga 
e t tee t: te ea e tga agg tc t 
tcgcatgccc cagggccagc 
tacataaaca gtetcaaa'ct 



caccgagcaa 
cttcate tga 
agctgatggg 
aaa gt tea eg 
aeteaccget 
aaataataat 
gcagagcta t 
ategttttta 
t tgtage tgg 
a tyaaatgga 
ecaggtggac 



tagtcatgaa 

etggggceaa tttgtggtta 
agttgt;caga agaatccaag 
aatatgagga caaagtgggc 
ggettetgtt tetgeattet gecacgagag 
agtetgtctc tgaaeacaat tatttgtaaa 
gaggcttget gaaaaaaaaa aaaaaaaaa 
<210> SEQ ID NO: 4 
LENGTH: 160 
TYPE: PRT 

ORGANISM: HOMO SAPIENS 
SEQUENCE : 4 



agaggt.ggtg 
caggtattgg 
caegttayea 
ctaggtcctt 
agttagtagt 



ttgaatagag 
acata taaac 
tgg a taaa tt 
tggctgactg 
teaegggect 

taagagttcc aaagatetea 
cgcacaattt tttecccctt 
agataagaag tggaacgtga 
cttagttgta agggctttag 
tetgeagaga t.caatctgga 



gatcttttct 
tcttttttaa 



ttagattgaa 
a tcattaaaa 



Ser Ala Arg Ala Arg Ala Val Leu 
5 

Pro Arg Glu Gin Ala Arg 
20 ' 25 

Gly Arg Pro Ala Asp Arg Arg Phe Arg 
'35 

Val Ser Pro Trp Ala Tyr 
50 

Arg Tyr Leu Pro Glu Ala 
65 70 



Asn 
1 

Gin Leu Gly 



Ser 

10 

Asn 



Ala Plie Hi.s His 



Ala Ser Cvs. 



Thr 
15 
Ala 



Leu 



Glv 



Phe Arg Pro Pro Thr 
40 

Arg lie Ser Tyr Asp Pro 
55 60 
Tyr Cys Leu Cys Arg Gly 
7 5 



Asn 
4 5 
Ala 



Pro 
30 

Leu Arg ser 
Arg Tyr Pro 



532 



592 
652 
712" 
772 
832 
892 
952 
1012 
1072 
1132 
1192 
12 52 
1312 
1372 
14 32 
1492 
1552 
1612 
1641 



Cys Leu Thr 



G.Ly 
80 
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232 


Leu 


Phe 


Gly 


Glu 


Glu 


Asp 


Val 


Arg 


Phe 


Arg 


Ser 


Ala 


Pro 


Val 


Tyr 


Met 


23 3 










85 










90 










95 




236 


Pro 


Thr 


Val 


Va 1 


Leu 


Arg 


Arg 


Thr 


Pro 


Ala 


Cys 


Ala 


Gly 


Gly 


Arg 


Ser 


237 








100 










105 










110 






24 0 


Val 


Tyr 


Thr 


Glu 


Ala 


Tyr 


Val 


Thr 


He 


Pro 


Val 


Gly 


Cys 


Thr 


Cys 


Val 


241 






115 










120 










12 5 








24 4 


P ro 


Glu 


Pro 


Glu 


Lys 


ASp 


Ala 


Asp 


Ser 


He 


Asa 


Ser 


Ser 


He 


ASp 


Lys 


245 




130 










135 










140 










248 


Gin 


Gly 


Ala 


Lys 


Leu 


Leu 


Leu 


Gly 


Pro 


Asn 


Asp 


Ala 


Pro 


Ala 


Gly 


Pro 


24 9 


145 










150 










155 










160 


252 


<210> SEQ ID NO 


: 5 
























253 


<2i; 


1> LENGTH: 155 
























254 


<212> TYPE: 


PPT 


























255 


<2I3> ORGANISM: 


HOMO SAPIENS 


















257 


<4 00> SEQUENCE: 


5 
























2 59 


Met 


Thr 


Pro 


Gly 


Lys 


Thr 


Ser 


Leu 


Val 


Ser 


Leu 


Leu 


Leu 


Leu 


Leu 


Ser 


260 


1 








5 










10 










15 




262 


LOU 


Glu 


Ala 


He 


val 


Lys 


Ala 


Gly 


lie 


Thr 


lie 


Pro 


Arg 


Asn 


Pro 


Gly 


263 








20 










25 










30 






265 


Cys 


Pro 


Asn 


Ser 


Glu 


Asp 


Lys 


Asn 


Phe 


Pro 


Arq 


Thr 


Val 


Met 


val 


Asn 


266 






3 5 










40 










45 








268 


Leu 


Asa 


lie 


His 


Asn 


Arg 


Asn 


Thr 


Asn 


Thr 


As n 


Pro 


Lys 


Arg 


Ser 


Ser 


269 




50 










55 










60 










271 


Asp 


Tyr 


Tyr 


Asn 


Arg 


Ser 


Thr 


ser 


Pro 


Trp 


Asn 


Leu 


His 


Arg 


Asn 


Glu 


272 


6 5 










70 










75 










80 


27 4 


Asp 


Pro 


Glu 


Arg 


Tyr 


Pro 


Ser 


Val 


He 


Trp 


Glu 


Ala 


Lys 


Cys 


Arg 


His 


27 5 










85 










90 










95 




277 


Leu 


Gly 


Cys 


He 


■Asn 


Ala 


Asp 


Gly 


Asn 


Val 


Asp 


Tyr 


His 


Met 


Asn 


Ser 


278 








100 










105 










110 






2 HO 


Val 


Pro 


He 


Gin 


Gin 


Glu 


He 


Leu 


Val 


Leu 


Arg 


Arg 


Glu 


Pro 


Pro 


His 


281 






115 










120 










.125 








283 


Cys 


Pro 


Asn 


Ser 


Phe 


Arg 


Leu 


Glu 


Lys 


He 


Leu 


Val 


Ser 


Val 


Gly 


Cys 


284 




130 










1.3 5 










14 0 










286 


Thr 


Cys 


Val 


Thr 


Pro 


lie 


Vai 


His 


His 


Val 


Ala 












287 


145 










150 










15 5 












289 


<210> SEQ TD NO: 


: 6 
























290 


<21.1> LENGTH: 158 
























291 


<212> TYPE: 


PRT 


























2 92 


<213> ORGANISM: 


MUS 


MUSCULUS 


















294 


<4 00> SEQUENCE: 


6 
























296 


Met 


Ser 


Pro 


Gly 


Arg 


Ala 


Ser 


Ser 


Val 


Ser 


Leu 


Met 


Leu 


Leu 


Leu 


Leu 


297 


1 








5 










10 










15 




299 


Leu 


Ser 


Leu 


Ala 


Ala 


Thr 


Val 


Lys 


Ala 


Ala 


Ala 


lie 


lie 


Pro 


Gin 


Ser 


300 








20 










25 










30 






302 


Ser 


Ala 


Cys 


Pro 


Asn 


Thr 


Glu 


Ala 


Lys 


Asp 


Phe 


Leu 


Gin 


Asn 


Val 


Lys 


303 






35 










40 










45 








305 


Va I 


As ti 


Leu 


Lys 


val 


Phe 


As n 


Ser 


Leu 


Gly 


Ala 


Lys 


Va 1 


Ser 


Ser 


Arg 


306 




50 










55 










60 










308 


Arg 


Pro 


Ser 


Asp 


Tyr 


Leu 


Asn 


Arg 


Ser 


Thr 


Ser 


Pro 


Trp 


Thr; 


Leu 


His 
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309 


65 










70 










75 










80 


311 


Arg 


Asn 


Glu 


Asp 


Pro 


Asp 


Arg 


Tyr 


Pro 


Ser 


Va 1 


He 


Trp 


Glu 


Ala 


Gl n 


3 1 2 










85 










90 










95 




314 


Cys 


Arg 


His 


Glu 


Arg 


Cys 


Val 


Asn 


Ala 


Glu 


Gly 


Lys 


Leu 


Asp 


His 


His 


315 








100 










105 










110 






317 


Met 


Asn 


Ser 


Val 


Leu 


He 


Gin 


Gin 


Glu 


He 


Leu 


Val 


Leu 


Lys 


Arg 


Glu 


318 






115 










120 










125 








3 20 


Pro 


Glti 


Ser 


Cys 


Pro 


Phe 


Thr 


Phe 


Arg 


Val 


Glu 


Lys 


Met 


Leu 


Val 


Gly 


321 




130 










135 










:mo 










323 


Val 


Gly 


Cys 


Thr 


Cys 


Va 1 


Ala 


ser 


He 


Val 


Arg 


Gin 


Ala. 


Ala 






324 


14 5 










150 










155 












3 26 


<210> SKQ ID NO 


7 
























327 


<2il> LENGTH: 151 
























328 


<212> TYPE: 


PRT 


























329 


<213> ORGANISM: 


VIRAL 






















331 


<4 00> SEQUENCE: 


7 
























333 


Met 


Thr 


Phe 


Arg 


Met 


Thr 


Ser 


Leu 


Val 


Leu 


Leu 


Leu 


Leu 


Leu 


Ser 


He 


3 34 


1 








5 










10 










15 




336 


ASp 


Cys 


He 


Val 


Lys 


Ser 


Glu 


He 


Thr 


Ser 


Ala 


Gin 


Thr 


Pro 


Arg 


Cys 


337 








20 










25 










30 






339 


Leu 


Ala 


Ala 


Asn 


Asn 


Ser 


Phe 


Pro 


Ax~g 


Ser 


Val 


Met 


Va 1 


Thr 


Leu 


Ser 


340 






35 










40 










45 








342 


He 


Arg 


Asn 


Trp 


Asn 


Thr 


Ser 


Ser 


Lys 


Arg 


Ala 


Ser 


Asp 


Tyr 


Tyr 


Asn 


34 3 




50* 










5 5 










60 










34 5 


Arg 


ser 


Thr 


Ser 


Pro 


Trp 


Thr 


Leu 


His 


Arg 


Asn 


Glu 


Asp 


Gin 


Asp 


Arg 


346 


65 










70 










75 










80 


34 8 


Tyr 


Pro 


Ser 


Val 


He 


Trp 


Glu 


A La 


Lys 


Cys 


Arg 


Tyr 


Leu 


Gly 


Cys 


Val 


349 










85 










90 










95 




3 51 


As n 


Ala 


Asp 


Gly 


Asn 


Val 


Asp 


Tyr 


His 


Met 


Asn' 


Ser 


Val 


Pro 


He 


Gin 


352 








100 










10 5 










110 






3 54 


Gl n 


Glu 


He 


Leu 


Val 


val 


Arg 


Lys 


Gly 


His 


Gin 


Pro 


Cys 


Pro 


Asn 


Ser 


355 






115 










120 










125 








357 


Plie 


Arg 


Leu 


Glu 


Lys 


Met 


Leu 


Val 


Thr 


Val 


Gly 


Cys 


Thr 


Cys 


Val 


Thr 


358 




130 










135 










140 










360 


Pro 


He 


val 


His 


Asn 


Val 


Asp 




















361 


14 5 










150 






















363 


<210> SEQ ID NO 


8 
























364 


<211> LENGTH: 180 
























365 


<212> TYPE: 


PRT 


























366 


<213> ORGANISM: 


HOMO SAPIENS 


















368 


<4 00> SEQUENCE: 


8 
























370 


Met 


Asp 


Trp 


Pro 


His 


Asn 


Leu 


Leu 


Phe 


Leu 


Leu 


Thr 


He 


Ser 


He 


Phe 


371 


1 








5 










10 










15 




3 73 


Leu 


Gly 


Leu 


Gly 


Gin 


Pro 


Arg 


Ser 


Pro 


Lys 


Ser 


Lys 


Arg 


Lys 


Gly 


Gin 


3 74 








20 










25 










30 






376 


Gly 


Arg 


Pro 


Gly 


Pro 


Leu 


A 1 a 


Pro 


Gly 


Pro 


His 


Gin 


Val 


Pro 


Leu 


Asp 


377 






35 










40 










4 5 








379 


Leu 


Val 


Ser 


Arg 


Met 


Lys 


Pro 


Tyr 


Ala 


Arg 


Met 


G.1 u 


Glu 


Tyr 


Glu 


Arg 


380 




50 










55 










60 











Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY . 
PATENT APPLICATION: . US/09/73 1, 816 

Input; SeX : A: \PF4 7 0P1 . ST2 5 . txt 

Output Set : N:\CRJT3\12262000\I7 31816 .raw 



DATE : I 2/26/2000 
.TIM If.: 15 : 15 : 29 



Page 6-0f 7 



: L : 
J i-> : 
1' I, : 
<• 1,: 
: L': 

% * = 
, 

" 1, : 
L : 

- t: 

- 

- Ji: 

: 11: 
. L : 

" L: 
"' L: 
" I.-:- 
1 L: 
J., :. 
L: 
L.:. 

L: 
Tj : 
L: 



10 Mr .2 70 C: Current Application Number differs, Repla-ced Current Application No 
10 M.-27I C: Cu rrent Filiny Date d i f fers , Replaced Current, Piling Date 



52 0 M: 341 W: 
763 M -34 1 W : 
765" M:341 W: ■ 
767 M: 341; W: 
771 M: 341: W: . 
77 3 M:341 W: 
775 M:.'MiR: 
9 T B2 M:341 W: 
984 M : 3.4 1 W: 

98 6 M: 341 W: 
98 8 M:34l" W:- 

99 0 N : 3 4 J ' W : 
992 M:341 W: 
994 M: 341 V?~; 
996 M:341 W: 
998 M : 341, W: 
10 53. M : 3 '1 1 W: 
1053 M: 341 W: 
1086 M:341 W: 
1090 M:341 W: 
.1 0 92 M: 341. W: 
1293 14:341 W: 
12 95 M:341 W: 
1297 M:34l W: 
1299 M:341 V? : 



(46) 
(•16) 
(46): 
(46) 
(46) 
(46 ) 
(4 6) 
C'4 6 ) 
(46) 
(46) 
(46) 

(4)6) 
(46) 
.(■V6) 

(46): 

(46) 
" : (46 ) 
(46) 
(4 6.) 
(46) 
. (46) 
1 (46) 
(46) 
(46) 
(46) 



" Xaa 11 
"Xaa" 



" ri " or 
" n " or 
"n or 
•'n" or 

"n" or "Xaa" 
"n" or "Xaa" 
"a " or 
"n" or 
'* n" or 

or ;"Xaa " 
or ' "Xaa " 
or " Xaa ,r 
Xaa" 
Xaa " 
or "Xaa" 
or "Xaa" 
or "xaa 
or '"xaa 



used, for S $0 J Ol 
used, for SEQ IDI 
used, for S120 TD:i 
Xaa" used, for SKQ 1D« 
used > 
used , 
Xaa" used, 
Xaa" used, 



: 14 
: 2.4 
: 24 
:24 

fox SJ20 ID# : 24 
for SBQ IDS : 24 
for SFJQ ID# : 24 
for SEQ IDi:: : 2 5 



Xaa" used, for SEQ IDS : 25 . 



or 
or 



used , 
-u s f ed , 
used , 
used , 



: 25 



' n " or ; " Xaa " used , f or S KQ I D a : 

for" SttQ ID# : 25 
for SEQ IDf : 2 5 
for S12Q *IDs 
used,- f or SEQ 10 ? 
used,, for SEO ID* : 
used, for SEQ ID* : 25 
" :; 'used,- for SKQ "ID#:26 
used, .for SEQ IDs : 2 6 
or "Xaa" used ., ' for SEQ TD# : 27 



: 25 
: 25 
: 25 



" n" 

" n " or "Xaa" used , 

"n" or . "Xaa " used', 

" n " or "Xaa " used , 

"n " or "Xaa " used .. 

"n" or "xaa" used , 

" n " or' "Xaa" used, 



for SF.'Q 1D# : 27 
for S EQ IDI; : 2 7 
for SEO 1 D ?i : 3 0 
for SEQ IDS-: 30 
for SEQ ID" : 30 
for SEQ ID# : 30 




